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hPTPsiama D1 (NP 002841) PTPRS
mPTPsigma D1 (NP 035348(revised)) Ptors
rPTPsigma D1 (NP 062013) Ptord
cPTPsiama D1 (150212)

xPTPsiama D1 (AAF43607)
zPTPsiama D1 (CAC44759)

hLAR D1 (NP 002831) PTPRF
mLAR D1 (NP 035343) Ptprf
rLAR_D1 (NP 062122) Ptprf

XLAR D1 (AAF43606)

hPTPdelta _D1 (NP 002830) PTPRD
mPTPdelta D1 (D54689)

xPTPdelta D1 (AAF43605)

hPTPrho D1 (NP 573400) PTPRT
mPTPrho D1 (NP 067439) Ptprt
xPTPrho D1 (AAD50295)

hPTPmu D1 (NP 002836) PTPRM
mPTPmu D1 (NP 033010) Ptorm
hPTPkappa D1 (NP 002835) PTPRK
mPTPkanpa D1 (NP 033009 (revised)) Ptprk
hPTPlamda D1 (NP 005695) PTPRU
mPTPlamda D1 (NP 035344) Ptprl
rPTPpsi_D1 (AAB42210) Ptoru Fraam
cPTPalpha D1 (AAB04150)
hPTPalpha D1 (NP 002827) PTPRA
mPTPalpha D1 (AAK56109) Ptora
rPTPalpha D1 (NP 036895) Ptora
zPTPalpha D1 (NP 571963) ptpra
xPTPalpha D1 (AAA17990)
hPTPepsilon D1 (NP 006495) PTPRE
mPTPepsilon D1 (NP 035342) Ptpre
rPTPepsilon D1 (XP 215102) Ptpre
hPTPaamma D1 (NP 002832) PTPRG
mPTPagamma D1 (NP 033007) Ptora
rPTPgamma D1 (NP 599183) Ptora
cPTPgamma D1 (098936)
hPTPzeta D1 (NP 002842) PTPRZ1
rPTPzeta D1 (NP 037212) Ptprz1
cPTPzeta D1 (AAA49015)

xPTPzeta D1 (BAA97445)

hCD45 D1 (NP 002829) PTPRC
mCD45 D1 (NP 035340) Ptprc
rCD45_D1 (XP 213985) Ptorc
cCD45 D1 (A54080)

cypcaCD45 D1 (BAA92179)

fuCD45 D1 (CAB96211)

sharkCD45 D1 (T43148)

hDEP1 D1 (NP 002834) PTPRJ
rDEP1 D1 (NP 058965) Ptori
mDEP1 D1 (NP 033008) Ptpori
hGLEPP1 D1 (NP 109592) PTPRO
rGLEPP1 D1 (NP 059032) Ptoro
mPTPphi D1 (NP 035346) Ptoro
rabPTPoc D1 (AAB16824)

hPTPbeta D1 (NP 002828) PTPRB
mPTPbeta D1 (NP 084204) Ptprb
rPTPbeta D1 (XP 235156 (revised))
hPTPS31 D1 (AR073855) PTPGMC1
rPTPGMC1 D1 (NP 075214) Ptpra
hSAP1_D1 (NP 002833) PTPRH
mSAP1 D1 (BAC37443)

rPTPBEM2 D1 (NP 598276)
mPTPESP_D1 (NP_031981) Esp
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“7SHP1 D1 (AAH44414) (1) VNQLDQTSEREKNMDGADKKI KAGFWEEFDALQKL- - - - ETKVTKSRDEGVRPENKSK- NRY PEDETRVI LENADPNV- - = - =« = = < oo oo oo o VGSDYI | NKLMV
'VPTPN6C D1 (BAAQ5199) (1) - - -----=--=====-mmmmmmmmmm-- LLQQQ- - - - EYKLL YSRKEGQRI ENKSK- NRY PEDNTRVRLKEWDESV- - - - =« = =« = s ncsm oo oo s VGSDYI NANNI TNGKNG

hSHP2 D1 (NP 002825) PTPN11 (1) AEBESRVYRELSKLAETTDKVKQGFWEEFETLQQQ- - - - ECKLLYSRKEGQRQENKNK- NRY PEDHTRVVLHDGDPNE- - - - = = = = = === === == = - - PVSDYI NANI | NPEFET
mSHP2 D1 (NP 035332) Ptpnll (1) AEI ESRVRELSKLAETTDKVKQGFWEEFETLQQQ- - - - ECKLL YSRKEGQRQENKNK- NRY PEDHTRVVLHDGDPNE- - - = = = = = = === === == = - = PVSDYI NANI | NPEFET
rSHP2 D1 (NP 037220) Ptonll (1) AEHESRVRELSKLAET TDKVKQGFWEEFETLQQQ- - - - ECKLL YSRKEGQRQENKNK- NRY PEDHTRVVLHDGDPNE- - - - = = = = = === === == = - = PVSDYI NANI | NPEFET

~ 7 ¢SHP2 D1 (JC5167) (1) AEIESRVRELSKLAETTDKVKQGFWEEFETLQQQ- - - - ECKLL YSRKEGQRQENKNK- NRY PEDHTRVVLHDGDPNE- - - = = = = = = === =« = == = - = PVSDYI NANI | NPEFET

7zSHP2 D1 (AAH45328) (1) AEIESRVRELSKLAEATDKVKQGFWEEFETLQQQ- - - - ECKLL YSRKEGQRPENKNK- NRY PEDHTRVVLTDGDVNE- - - - - -« - - - - o ommm o - QGSDY| NANL | NPDNEA

XSHP2 D1 (A55651) (1) AELEI RMKELSKPAETADKFKQGFWEEFETLQQQ- - - - ECKLL YSRKEGQRPENKNK- NRY PFDHTRVEL HDGDPNE- - - - = = = = = === == = == = - = QVSDYI NANI | NVPEFEI

ryPTPN6b D1 (BAAO5198) (1) =~ - ---==--===-========-=--= TLQQQ- - - - ECKLL YSRKDGQRQENKYK- NRY PEDHTRVVLHDGDVTE- - - = =« = == == n = smoe oo s PGSDYI NANEI LHDI DS
hPTPD1 D1 (NP 008970) PTPN21 (1) ATNDERCKI LEQRLE- - - - - QGMUFTENERI|LK- - - - - KRLVDGECSTARL PENAER- NREQDVLPYDDARVELVPTKEN- - - = = = = = = -« oo o oom e e o s GYI NASHI KVSVSG
mPTPRL10 D1 (NP 036007) Pton21 (1) ATNDERCKVLEQRLE- - - - - QGMVFTEYERILK- - - - - KRLVDGECSTARL PENAER- NREQDVLPYDDARVELVPTKEN- - - = = = == = -« oo oo e e e o s GYI NASHI KVSVSG
rPTP2E D1 (NP 598229) Ptp2E (1) ATNDERCKVLEQRLE- - - - - QGTMFTEYERILK- - - - - KRLVDGECSTARL PENAER- Naq PYDDARVELVPTKEN- - - =« =« = - o om oo e e oo GYI NASHI KVSVSG
hPTPD2 D1 (NP 005392) PTPN14 (1) VPNDERFRTLKKKLE- - - - - EGMUFTEYEQIP- - - - - - KKKANGI FSTAAL PENAER- SRI REMVPYEENRVEL | PTKEN- = - - = === = -« oo o oo e e e o s GYI NASHI KVVVGG
mPTP36 D1 (NP 033002) Pton1d (1) VPl DERERALKKKLE- - - - - DGMVFTEYEQIP- - - - - - NKKANGVFSTATL PENAER- SRI REMVPYEENRVEL | PTKEN- = = = = === = c oo o oo e e e o s GYI NASHI KVVVGG
rPTPD2 D1 (XP 223062 (revised)) (1) VPIDE RALKKKLE- - - - - DGMVFTEYEQIP- - - - - - NKKANGI FSTATLPENAER- SRI RE PEIENRVELI PTKEN- = == s s oemmmamm e e e o s GYI NASHI KVVVGG
hMEG1 D1 (NP 002821) PTPN4 (1) HSLRESNMI QLAEGLI - - - - - TGTMLTQFDQLY- - - - - - RKKPGNTNSCAKL PQNI SK- NRYRDI SPYDAJFRVI LKG- - = = = = === === = oo oom e ee o s NEDYI NANYI NVEI PS
MMEG1 D1 (NP 064317) Ptond (1) HSLRESMI QLAEGLI - - - - - TGTMLAQFDQLY- - - - - - RKKPGNTNSCAKL PQNI SK- NRYRDI SPYDATRVLLKG- - = = = = === === = o e mom oo e ee o s NEDYI NANYI NVEI PS
ZMEG1 D1 (CAD43435) (1) DAWRDSNL YLKEGLN- - - - - SGTILAQFDQLY- - - - - - RKRPGNTNSCAKL PQNI SK- NRYRDI SPYDATRVI LKG- - - = = = == =« == = mom e e oo e e TEDYI NANYI NVEI PA

hPTPH1 D1 (NP 002820) PTPN3 (1) DTEEGSMAQLKKGLE- - - - - SGTVLI QFEQLY- - - - - - RKKPGLAI TFAKL PQNLDK- NRYKDVMEPYDTTRVLLQG- - = = = = === === === oo m oo mmem = s NEDYI NASYVNNEI PA
MPTPHL D1 (XP 143789) Pton3 (1) DSLEGSMELLKKGLE- - - - - SGTMLI QFEQLY- - - - - - RKKPGLAVSFAKL PQNLDK- NRYKDVMLPYDTTRVLLQG- - = = = = === === === oo m oo mmem o s NEDYI NASYVNNVENPA
hPTPBAS D1 (NP 006255) PTPN13 (1) ANLKSVI|RVLRGLLD- - - - - QGI PSKELENLQ- - - - - - EL KPLDQCLI GQTKENRRK- NRY PYDATRVPLGD- - - - == = - s mmmemmemmee e EGGYI NASFI KI PVGK
mPTPBL D1 (NP 035334) Pton13 (1) TQLQATIRTLQGLLD- - - - - QGI PSKELENLQ- - - - - - EL KPLDQCLI GQTKENRRK- NRY PYDTIRVPLGD- - - - - - == s mmmemmem o ee e EGGYI NASFI RI PVGT
bPTPBA14 D1 (NP 777015) PTPN13 (1) AKLKSVERNLRGLLD- - - - - QGI PSKELENLQ- - - - - - EL KPLDQCLI GQTKENRRK- NRY PYDATRVPLGD- - - - - - ------mmmmmmeooe oo EGGYI NASEI KI PVGR
hPTPTvp D1 (AL050040) PTPN20 (1) TAIKDCLKI LEEKTA- - - - - AYDIIVQEENALE- - - - - - LKNLPGEFYSGNQPSNREK- NRYRDI LPYDS[TRVPLGK- - = = = = === === = o oom e e e o s SKDYI NASYI Rl VNCG
mPTPTyp_D1 (NP 033004) Pton20 (1) SAMRDCLNTLQKKEE- - - - - - Lgll REFLELE----- - QVTLPDDFNSGNTL QNRDK- NRYRDI LPYDSTRVPLGK- = = - = = = == === =s o memoe oo m oo NKDYI NASYI RI VNHE
~ ¢PTP1B D1 (013016) (1) MEl EKEFHRLDQAAS- - - - - - - - WAAI NQDER- - - - - - HEASDFPCKVAKHPR - NRYRDVSPFD KENQG- - - - -« m e emee e DNDYI NASL I KNEEAQ
hPTP1B D1 (NP 002818) PTPN1 (1) MEMEKEFEQIDKSGS- - - - - - - - WAAI ¥QDIR- - - - - - HEASDFPCRVAKL PK - NRYRDVSPFD KLHQEDN- = = = = = == s me e ee e e o s DYI NASL | KVEEAQ
mPTP1B D1 (NP 035331) Ptonl (1) MENEKEFEEIDKAGN- - - - - - - - WAAI YQDIR- - - - - - HEASDFPCKVAKL PK - NRYRDVSPFD KLHQEDN- = = = = = = o s me e mee e e o s DYI NASL | KVEEAQ
rPTP1B D1 (NP 036769) Ptpnl (1) MEMEKEFEQI DKAGN- - - - - - - - WAAI YQDIR- - - - - - HEASDFPCRI AKL PK - NRYRDVSPFD KBHQEDN- - = = == - e e ee e DYI NASL I KNEEAQ
ZzPTP1B D1 (NP 570999) ptplb (1) - - MEAEFREIDEHGN- - - - - - - - WNDVYQELR- - - - - - QQSSDLPCKI AKL PENRSR- NRYRDV/SPFDI CLQI GON- = = = == memmemmeaee e e s DYI NASL | SVEEAQ
hTCPTP D1 (NP 002819) PTPN2 (1) TTHEREFEELDTQRR- - - - - - - - WQPLYLEIR- - - - - - NESHDYPHRVAKF PE - NRYRDVSPYDHSRVKL QNAEN- - - = - = == =« s cemeem oo oo oo DYI NASL\VDI EEAQ
mTCPTP D1 (NP 033003) Ptpn2 (1) ATHEREFEELDAQCR- - - - - - - - WQPLYLEIR- - - - - - NESHDYPHRVAKF PE - NRYRDVSPYDHSRVKL QSTEN- - - = - = === s s csmmmmme oo oo DYI NASL\VDI EEAQ
'TCPTP D1 (NP 446442) Pton2 (1) ATI EREFEELDAQCR- - - - - - - - WQPLYLEIR- - - - - - NESHDYPHRVAKF PE - NRYRDVSPYDHSRVKL QSAEN- - - = - = == = = scemoemoe e oo DYI NASL\VDI EEAQ
ZTCPTP D1 (AAH44373) (1) - - MEQEFEDIDSEGR- - - - - - - - WQNI YLEIR- - - - - - NQSHECAFKVAKYPENR! R- NRYRDVYSPEDHSRVKLENTEN- - = - = = = == oo oe e e ee e - DYI NASLVVVEEAQ

hMEG2 D1 (NP 002824) PTPN9 (1) MTHQELNMDYVNARQK- - - - - - QGEYEEYEDIR- - - - - - RENPVGTFHCSVSPGNL EK- NRYGDVMPCLDQTRVKL TKRSGH- - = = = = = = == === o oo - TQTDYI NASENDGYKQK
MMEG2 D1 (NP 062625) Pton9 (1) MTEHQELMDYVNTRQK- - - - - - RGI YEEYED| C- - - - - - LENPVGTFHRTNVSPRNLEK- NRYGDMPCLDQTRVKL TKRSGH- - = = = = = = == === = o oo - TQTDYI NASENDGYKQK
“xPTPX10 D1 (B53978) (1) MMMLDLVMQHVKRNKK- - - - - - RGI FQEYEEIR- - - - - - KDPPVGSFDI [SKKSHNQVK- NRY SDVECLDQSRVKL GLMGTD- - - = = = == == === === === - - ETTDYI NASENDGYKRK

XPTPX1 D1 (AAH43621) (1) MMVLGLMQHVKRVKK- - - - - - RGlI FQEYEEIR- - - - - - KDPPVGSFDI IKKSHNQAK- NRYSDVLCLD RVKLGLIGTD --------------------- ETIEDYI NASENDGYKRK
hHDPTP D1 (NP 056281) PTPN23 (1) ERLRQLQQELEAFRG- - - - - QL GDVGAL DTMWREL QDAQEHDARGRS! Al ARCYSL K- NRHQDVINPYDSNRVVLRSGK- - - = = = = = == == = w e oo oo e e DDYI NASCVEGL SPY
"MHDPTP D1 (AAH22721) (1) ERLQQLQQELEAFRG- - - - - QL GDAGAL DAIVWREL QEAQEHDARGRSI Al ARCYSL K- NRHQDVIVPYDSNRVVLRSGK- - - = = = = = == == o e e oo oo e e DDYI NASCVEGL SPY
'PTPTD14 D1 (T14355) (1) ERLQKLQQELESFRG- - - - - QL GDAGAL DAVVREL QEAQEHDARGRSI Al ARCYSL K- NRHQDVINPYDSNRVVLRSGK- - - = = = = = == == o w e oo oo e DDYI NASCVEGL SPY

hIA2 D1 (NP 002837) PTPRN (1) HM|LAYNEDHLRNRD- - - - - - - AKEWQALCAY- - - - - QAEPNT CATAQGEGNI KK- NRHPDFLPYDHARIKLKVESSP- - - =« =« = == = o e oo oo - - SRSDYI NASPI | EHDPR
mIA2 D1 (NP 033011) Ptorn (1) HE]LAYIEDHL RNRD- - - - - - - EAKEIQALCAY ----- QAEPNT CAAAQDESNI KK- NRHPDF PYDHAEKL KVESSP- - == s ceeeeme e ae - SRSDYI NASP] | EIDPR
rlA2_D1 (NP_446333) Ptprn (1) HMILAYMEDHLRNRD- - - - - - - AKKMQALCAY- - - - - QAEPNT CATAQGEGNI KK- NRHPDFEPYDHAREKLKVESSP- - - =« =« = - o oo oo oo o e SRSDYI NASPI | EHDPR

http://ptp.cshl.edu or http://science.novonordisk.com/ptp



blA2 D1 (P56722) Ptorn (1) HMIELAY|
hiA2beta D1 (NP 002838) PTPRN2 (1) HMILSY
macnelA2beta D1 (002695) (1) HMILSY|
mPTPNP D1 (P80560) Ptprn2 (1) HMILAY
rPTPNE6 D1 (NP 113788) Ptorn2 (1) HMILAY
hCD45 D2 (NP 002829) PTPRC (1) SELHPY
mCD45 D2 (NP 035340) Ptprc (1) SELHS
rCD45_D2 (XP 213985) Ptorc (1) SELHS
cCD45 D2 (A54080) (1) SELHSY
fuCD45 D2 (CAB96211) (1) QELHST
cvpcaCD45 D2 (BAA92179) (1) SEFHS

aotvoCD45 D2 (AAM48512) (3"
sharkCD45 D2 (T43148)

cPTPalpha D2 (AAB04150) (1) TSLE
hPTPalpha D2 (NP 002827) PTPRA (1) TSLET
mPTPalpha D2 (NP 033006) Ptora (1) TSLET
rPTPaloha D2 (NP 036895) Ptora (1) TSLDT
xPTPalpha D2 (AAA17990) (1) TSLET
zPTPalpha D2 (NP 571963) ptpra (1) TSLET
rvPTPR4b D2 (BAA95196) (1) TSLES
hPTPepsilon D2 (NP 006495) PTPRE (1) SSLEK
mPTPepsilon D2 (NP 035342) Ptore (1) SSLER
rPTPepsilon D2 (XP 215102) Ptore (1) SSLER
orylaPTPepsilon D2 (BAC06424) (1) CSLEG
rvPTPR4a D2 (BAA95190) (1) SSLEK
hPTPkappa D2 (NP 002835) PTPRK (1) KAAYF
mPTPkappa D2 (NP 033009) Ptork (1) KAAYF
r'vPTPR2B D2 (BAA95194) (1) KQAYYE
hPTPlamda D2 (NP 005695) PTPRU (1) KATYKE
mPTPlamda D2 (NP 035344) Ptprl (1) RATYRE
hPTPmu D2 (NP 002836) PTPRM (1) RSLYY
mPTPmu D2 (NP 033010) Ptorm (1) RSLYY
rPTPmu D2 (XP 237546 (revised)) (1) RSLYY
hPTPrho D2 (NP 573400) PTPRT (1) RSLYY
mPTPrho D2 (NP 067439) Ptprt (1) RSLYY
cPTPsiama D2 (150212) (1) RNLYTY]
hLAR D2 (NP 002831) PTPRF (1) RNLYA
mLAR D2 (NP 035343) Ptorf (1) RNLYA
rLAR_D2 (NP 062122) Ptprf (1) RNLYA|
XLAR D2 (AAF43606) (1) RSLYA
zZLAR D2 (CAC44758) (1) RSLYT
ryPTPR2Aa D2 (BAA95188) (1) RSLFA|
hPTPdelta_D2 (NP 002830) PTPRD (1) RNLYAY]
mPTPdelta D2 (D54689) (1) RNLYAY|
xPTPdelta D2 (AAF43605) (1) RNLYAY
rvPTPR2Ab D2 (BAA95191) (1) RNLYAY
hPTPsiama D2 (NP 002841) PTPRS (1) RSLYAY
mPTPsiama D2 (NP 035348) Ptors (1) RSLYTY]
xPTPsiama D2 (AAF43607) (1) RNLYTY
zPTPsigma D2 (CAC44759) (1) RSLFSY
rPTPsiama D2 (NP 062013) Ptord (1) RSLYTY]
rvPTPR2Ac D2 (BAA95193) (1) RNLYSY
hPTPgamma D2 (NP 002832) PTPRG (1) NQLHSY
mPTPaamma D2 (NP 033007) Ptora (1) SQLHSY;
rPTPgamma D2 (NP 599183) Ptora (1) SQLHSY|
ryPTPR5b D2 (BAA95197) (1) SQLHGY|
cPTPagamma D2 (098936) (1) NQLHSY|

hPTPzeta_ D2 (NP 002842) PTPRZ1 (1) SHEHAY
cPTPzeta D2 (AAA49015) (1) THEHAY
mPTPzeta D2 (XP 133009) Ptprz1 (1) SHEHSY
rPTPzeta D2 (NP 037212) Ptprz1 (1) SHEHSY
xPTPzeta D2 (BAA97445) (1) THHHGY
ryPTPR5a_D2 (BAA95195) (1) NHLHTY

Consensus

http://ptp.cshl.edu or http://science.novonordisk.com/ptp

Alignment_195_Vert_PTP_Domains_D1_and_D2_Updated (VNTI 8.0).apr

EDHLRNRD- - - - - - - AKEMQALCAY- - - - - QAEPNT CATAQGEGN! K[K- NREPDF|
EDHL KNKN- - - - - - - EKEMEALCAY- - - - - QAEPNSSFVAQREENVPK- NRSLA
EDHL KNKN- - - - - - - EKEMEALCAY- - - - - QAEPNSSLVAQKEENVPK- NRSLA
EDHL KNKN- - - - - - - EKEMEALCAY- - - - - QAEPNSSLVAQREENAPK- NRSLA
EDHL KNKN- - - - - - - EKEMEALCAY- - - - - QAEPDSSLVAQREENAPK- NRSLA
HNNVKKRDPP- - SEPSPLEAEFQRLP- - - - - - SYRSWRT QHI ENQEENKSK-
HNNVKKRDPP- - SDPSPREAEYQRLP- - - - - - SYRSWRT QHI ENQGENKKK-
QNLKKRDPP- - SDPSPEEAEYQRLP- - - - - - SYRSWRT QHI GNQEENKKK-
NNLKRKDPP- - SEPSLELEAKFQRLP- - - - - - SYKGWRT QNTENREENKNK-
NTLKQRSSD- - NEPTLLEDEFERLP- - - - - - NFKNWRTFENTGVT EENKKK-
NTLRQKNG- - - SDPSLLEKEFQKLP- - - - - - KFKKWRT VNT/EGSSEDNKKK-
NMKKRDPP- - SEPSPLEAEFQRLP- - - - - - SYRSWRT QHI GNQEENKSK-
| NFKKNDPP- - SEPSVLEGEFQREP- - - - - - PYTDWRT QTTEGRRGENQSK- NRSL S
QKIYNKVP- - GTSSNGLEEEFKKLTS- - - - - | KI QNDKNVRTGNL PANVKK- NRVL
QKIYNKI P- - GTSNNGLEEEFKKLTS- - - - - | KI QNDKNVRT/GNL PANVKK-
QKIYNKI P- - GTSNNGLEEEFKKLTS- - - - - | KI QNDKNVRT/GNL PANVKK-
QKIYNKI P- - GTSNNGLEEEFKKLTS- - - - - | KI QNDKNRTGYL PANVKK-
QKLYSKFP- - GTNSTGLEEEFKKLTS- - - - - | KI QNDKNVRTEGNFPAYNVKE- NRVL
NKLYAPLP- - GAGCGGLEAEFKKLTS- - - - - | KI QNDKNVRTGNL PANVKK- NRVL
QKLYNRVS- - GSGCNGLEEEFKKLTS- - - - - | KI QNDKNVRTGNL PANVKK- NRVL
QTIVHGTTT- - HFDKI GLEEEFRKLTN- - - - - VRI VKENVRTIGNL PANVKK- ARVI
QTLHSTAT- - HFDKI GLEEEFRKLTN- - - - - VRI VKENNVRTIGNL PANVKK- ARVI
QTLHGTAT- - HFDKI GLEEEFRKLTN- - - - - VRI VKENNVRTIGNL PANVKK- ARVI
HRLHNTRA- - PNDRLGLEEEFRKLTN- - - - - VRI VKENVRTIGNL PANVRK- NRVL|
QKLRNKTG- - KFDI TGLEEEFNKLTT- - - - - VRI RKDNNVRTIEGNKPVNVKK-

| DSQTN- - - - - SSHLKDEFQTLNS- - - VTPRLQAEDCSI ACL PRNHDK- N

| DSQTN- - - - - SSHLKDEFQTLNS- - - VTPRLQAEDCSI ACL PRNHDK- N

| DSQSN- - - - - SSQLKDEFQTLNS- - - VSSQLQPEDCSI ALL PRNHEK- NRY VDA
| DPQSN- - - - - SSQLREEFQTLNS- - - VTPPLDVEECSI ALL PRNRDK- NRSNVD
| DPQSN- - - - - SSQLREEFQTLNS- - - VTPPLDVEECSI ALL PRNRDK- NRSNVD
NKLDPQTN- - - - - SSQI KEEFRTLNN- - - VTPTLRVEDCSI ALL PRNHEK- NRCNVDI
NKLDPQTN- - - - - SSQI KEEFRTLNN- - - VTPTLRVEDCSI ALL PRNHEK- NRCNVDI
NKLDPQTN- - - - - SSQI KEEFRTLNN- - - VTPTLRVEDCSI ALL PRNHEK- NRCNVDI
SRLDPQTN- - - - - SSQI KDEFQTLNI - - - VTPRVRPEDCSI GLL PRNHDK- NRSNVD
SRLDPQTN- - - - - SSQI KDEFQTLNI - - - VTPRVRPEDCSI GLL PRNHDK- NRSNVD
QKLAQI EVG- - EHVTGMELEFKRLAN- - - - - SKAHTSRFI SANL PCNKFK-
QKLGQVPPG- - ESVTAMELEFKLLAS- - - - - SKAHTSRFI SANL PCNKFK-
QKLGQVPPG- - ESVTAMELEFKLLAN- - - - - SKAHTSRFVSANL PCNKFK-
QKLGQVPPG- - ESVTAMELEFKLLAG- - - - - SKARASRFI SANL PCNKFK-
QKLSQVPPG- - ESVTSMELEFKLLAN- - - - - SKAHTSRFI SANL PCNKFK-
QKLTQAPPG- - DTVTAMELEFKKLAN- - - - - SKAHTSRFI SASL PCNKFK-
QKLGQVPPA- - ETVTAMELEFKRLAN- - - - - SKAHTSRFI SANL PCNKFK-
QKLTQI ETG- - ENVTGMELEFKRLAS- - - - - SKAHTSRFI SANL PCNKFK-
QKLTQI ETG- - ENVTGMELEFKRLAS- - - - - SKAHTSRFI SANL PCNKFK-
QKLTQI EPG- - ENVTGMELEFKRLAS- - - - - FKAHTSRFI SANL PCNKFK-
QKLTQVEPG- - ENVTGMELEFKRLAN- - - - - TKAHTSRFI SANL PCNKFK-
QKLAQVEPG- - EHVTGMELEFKRLAN- - - - - SKAHTSRFI SANL PCNKFK-
QKLAQVEPG- - EHVTGMELEFKRLAS- - - - - SKAHTSRFI TASL PCNKFK-
QNLAQI DVG- - EHVI GMELEFKRLAN- - - - - SKAHTSRFI SANL PCNKFK-
QKLAQVEAG- - EHVSGMELEFKRLAN- - - - - SKAHTSRFI SANL PCNKFK-
QKLAQVEPG- - EHVTGMELEFKRLAS- - - - - SKAHTSRFI TASL PCNKFK-
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PPDRCLPFLI STDG- « - === s - mwemmmmmmcman s
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PYDFNRVPI|RSEEEQS- - KEGEHDSEDSSDEDSDCEESSRY|
PYDYNRVLLKLDEEKSHESDPDPDDDYDTSSYDDI EDSAKYI
PYDFNRVI FRLDI EGN- - - QTSDPEDEEEYSSDEEEESNQYI
PYDFNRVPLKHELEMS- - KESEHDSDESSDDDSDSEEXSKYI
KLEDEKS- KDSTSHSDSDL SSDDSEDEES[TKYI

LLKSQNSH- - = = = == w oo e e e e
LLKSENSH- - = = = == w e mmm oo e e o e e
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NTLLI PGPS- - - GKTKEEKQFQLLSQ- - - - - SNI LQSDYSTALKQCNREK- NRTSSI F PVERSRVGI SSESG- - - - - - -----------m-e EGTDYI
NTLL TVGPS- - - GKSRLETQFKLLSE- - - - - PNI LQCDYSTALKPQNRDK- NRTSS RVGESSHAG- - - ------------------- EGTIDYI
NALL TPGPS- - - GKTKEEKQFKLMSQ- - - - - PHAKQCDYSAAL KQCNRDK- NRNSS| RVGLATHETA- - - ----------mmmmmm oo - EGSDYI
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Section 2
(119) 119 130 140 150 170 180 190 236
hPTPsiama D1 (NP 002841) PTPRS (84) N------- - AYI ATQGPLPETF GDFWRNVWEQRSATI V I KCDQYWBN- - - - RGTETVGFIIQVTE- LBTI E- LATECURTESEHKNGSSEKRE- -~~~ -~ - -~ VRQF
mPTPsigma D1 (NP 035348(revised)) Ptors (84) N-------- AY1 AT QGPLPETF GDFWRNVWEQ ATIV | KEDQYWPN- - - - RGTETYGFI QVTL- LBTME- LATECVRTFSLHKNGSSEKRE- - - - - - - - - - - VRHE
rPTPsigma D1 (NP 062013) Ptord (84) N-------- AY| ATQGPLPETF GDFWRMVVEQRSATMV VKCDQYWPN- - - - RGTETYGF| QVTL- LBTME- LATFCVRTFSLHKNGSSEKRE- - - - - - - - - - - VRHF
cPTPsiama D1 (150212) (84) N-------- AYI| ATQGPLPETFGDFWRMVWEQRSATI V/ | KECDQYWPG- - - - RGTDTYGMI|QVTL- LBTI E- LATFCVRTFSLHKNGSSEKRE- - - - - - - - - - - VRQF
XPTPsioma D1 (AAF43607) (84) N-------- AYI| ATQGAL PETF GDFWRMVWEQRSATMV VKCDQYWPS- - - - RGTETYGM QVTL- LBTI E- LATFCVRTFSLHKSGSSEKRE- - - - - - - - - - - VRQF
ZPTPsiama D1 (CAC44759) (84) N-------- AYI| ATQGPL PETF GDFWRMVWEQRAATMV | KCDQYWPS- - - - RGTETYGM|QVTL- LBTI E- LATFCVRTFSLHKNGSSEKRE- - - - - - - - - - - VRQF
hLAR D1 (NP 002831) PTPRE (84) N-------- AY| AT QGPL PETMGDFWRMVWEQRTA TV V. VKCDQYWPA- - - - RGTETCGL) QVTL- LBTVE- LATYTVRTFALHKSGSSEKRE- - - - - - - - - - - RQF
MLAR D1 (NP 035343) Ptprf (84) N-------- AY| AT QGPL PETMGDFWRMVWEQRTATMV VKCDQYWPV- - - - RGTETYGL) QVTL- VBTVE- LATYTMRTFALHKSGSSEKRE- - - - - - - - - - - IRQF
[LAR D1 (NP 062122) Ptorf (84) N-------- AY| ATQGPL PETMGDFWRMVMEQRI ATMV VKCDQYWPA- - - - RGTETYGL| QVTL- VBTVE- LATYTMRTFALHKSGSSEKRE- - - - - - - - - - - RQF
“XLAR D1 (AAF43606) (84) N-------- AYI| ATQGPLPETI TDFWRVVAEQRTATI V VKCDQYWPS- - - - RGSETYGM QVTL- MBTVE- LATYTVRTETMYKNGSNEKRD- - - - - - - - - - - VRQF
hPTPdelta D1 (NP 002830) PTPRD (84) N-------- AYI ATQGSLPETFGDFWRNM WEQ ATIV VKCDQYWPS- - - - RGTETHGLMQVTL- LBTVE- LATYCVRTFAL YKNGSSEKRE- - - = = - - - - - - VRQF
“mPTPdelta D1 (D54689) (84) N-------- AYI ATQGSLPETFGDFWRM WEQ- EATMV VKCDQYWPS- - - - RGTETHGLMQVTL- LBTVE- LT- YCVRTFAL YNNGSSEKRK- - - = - - - - - - - VRQF
xPTPdelta D1 (AAF43605) (84) N-------- AYI| ATQGPLPETF GDFWRVNWEQRSA TV V. | KCDQYWPS- - - - RGTETYGLHQVTL- LBTVE- LATYTVRTFALYKNGSSEKRE- - - - - - - - - - - VRQF
hPTPrho D1 (NP 573400) PTPRT (84) R-------- HYl ATQGP KDFWRNMIEWQENSASI Vi VKCVRYMPD- - - - - DTEVYGDI KVTL- | ETEP- LAEYVI RTETMQKKGYHEI RE- - - - - - - - - - - RLF
mPTPrho D1 (NP 067439) Ptort (84) R-------- HY| AT QGP. KDFWRMI WWQENSASI V/ VKCVRYWPD- - - - - DTEVYGDI KVTL- | ETEP- LAEYVI RTETVQKKGYHEI RE- - - - - - - - - - - RL F
XxPTPrho D1 (AAD50295) (84) R-------- YY1 ATQGP KDFWRMI WQENSI SMV/ VKCVRYWPD- - - - - DTEVYGDI KVSA- | ETEP- LAEYI | RTETVQKKGSHEI RE- - - - - - - - - - - RQF
hPTPmu D1 (NP 002836) PTPRM (84) N-------- HY| AT QGP. YDFWRNVWHENTASI VKCCKYWPD- - - - - DTEI YKDI KVT[E- | ETEL- LAEYVI RTFAVEKRGVHEI RE- - - - - - - - - - - RQF
mPTPmu D1 (NP 033010) Ptorm (84) N-------- HY| AT QGP. YDFWRNMVWHENTASI VKCCKYWPD- - - - - DTEI YK KVTI-I ----------- RQF
hPTPkappa D1 (NP 002835) PTPRK (84) S-------- HY| AT QGP! YDFWRMI WQEQSACI V! VKCYKYWPD- - - - - DTEVYGDFKVTC- VEVEP- LAEYVMRTFTLERRGYNEI RE- - - - - - - - - - - VKQF
mPTPkappa D1 (NP 033009 (revised)) Ptork (84) S-------- HYI ATQGP! YDFWRNVWQEQSACI V VKCYKYWPD- - - - - DTEVYGDFKVTC- VEVEP- LAEYVMRTFTLERRGYNEI RE- - - - - - - - - - - VKQF
hPTPlamda D1 (NP 005695) PTPRU (80) N-------- | ATQGPKPEMVYDFWRNVWQEHCSS| V VKCSRYWPE- - - - - DSDTYG - VKTET- LAEYVMRTFALERRGYSARHE- - - - - - - - - - - VRQF
mPTPlamda D1 (NP 035344) Ptorl (80) N------- - | ATQGPKPEM YDFWRNVMQEQCAS| V VKCSRYWPE- - - - - DSDNMYG TL- VKTET- LAEY ERRGYSARHE- - - - - - - - - - - VRQF
rPTPpsi_D1 (AAB42210) Ptoru Fraam (80) N------- - | ATQGPKPEM|YDFWRMVWQE QCVSMV VKCSRYWPE- - - - - HSDMYG ﬂT - VKTET- LAEY ERRGYSARHE- - - - - - - - - - - VRQF
~ cPTPalpha D1 (AAB04150) (85) N-------- | AAQGPKEETVNDFWRNMI WVEQNTAT| V KER- KECKCAQYMPD- - - - QGCWTYGNIRVSV- EBVTV- LVDYT QQVGDVTNKKPQ- - - - - - - RLVTQF
hPTPalpha D1 (NP 002827) PTPRA (85) N------- - | AAQGPKEETVNDFWRNMI WEQNTATI Vi KER- KECKCAQYWPD- - - - QGCWTYGNI|RVSNM- EDVTV- LVDYT QQVGDNTNRKPQ- - - - - - - RLITQF
mPTPalpha D1 (AAK56109) Ptpra (85) N------- - | AAQGPKEETVNDFWRNMI WEQNTAT| V KER- KECKCAQYMPD- - - - QGCWTYGNVRVSV- EBVTV- LVDYT QQVGDVTNRKPQ- - - - - - - RL| TQF
rPTPaloha D1 (NP 036895) Ptpra (85) N------- - | AAQGPKEETVNDFWRNI WEQNTAT| V KER- KECKCAQYMPD- - - - QGCWPYGNVRVSV- EBVTV- LVDYT QQVGDVTNRKPQ- - - - - - - RLITQF
zPTPalpha D1 (NP 571963) ptora (85) N-------- | AAQGPKEETVNDYWRNM WEQNTATI Vi KER- KECKCAQYWPD- - - - QGCWTYGNIRVSNM- EBTMI - LVDYT QQVGDVSGKKPQ- - - - - - - RLVTQF
xPTPaloha D1 (AAA17990) (85) N-------- | AAQGPKEETVNDFWRNI WEQNTAT| V KER- KECKCAQYMPD- - - - QGCWTYGNIRVSV- EDNTV- LVDYT QQVGDVTNKKPQ- - - - - - - RLINTQF
hPTPepsilon D1 (NP 006495) PTPRE (85) N------- - | AAQGPKQETVNDFWRNVWEQKSATI VVL TNLKER- KEEKCHQYWPD- - - - QGGCWTYGNIRVCV- EBCVV- LVDYT QPQLPDGCKAP- - - - - - - - RLVSQL
mPTPepsilon D1 (NP 035342) Ptpre (85) N-------- | AAQGPKQETVINDFWRMVWEQRSATI VVL TNLKER- KEEKCYQYWPD- - - - QGCWTYGNI|RVCV- EBCVV- LVDYT HPQLPDSCKAP- - - - - - - - RLVSQL
rPTPepsilon D1 (XP 215102) Ptore (85) N-------- | AAQGPKQETVINDFWRMVWEQRSATI VVL TNLKER- KEEKCYQYWPD- - - - QGGCWTYGNIRVCV- EBCVV- LVDYT HPQLPDSCKAP- - - - - - - - RLVSQL
hPTPgamma D1 (NP 002832) PTPRG (89) K-------- AYl ATQGPLKSTFEDFWRNM WEQ 1V VEK- GRRKCDQYMPT- - - - ENSEEYGNI| VTL- KSTKI - HACYT RNT KVKKGQKGNPKGRQNERVVI
mPTPgamma D1 (NP 033007) Ptprg (89) K-------- AY| ATQGPLKSTFEDFWRNM WEQ I I VEK- GRRKCDQYMPT- - - - ENTEEYGNI| VTL- KSTKV- HACYT RNTKVKKGQKGNPKGRQNERT VI
rPTPgamma D1 (NP 599183) Ptorg (93) K-------- AY!l ATQGPLKSTFEDFWRNM WEQ I VEK- GRRKCDQYMPT- - - - ENTEEYGNI| VTL- KSTEV- HACYT RNTKVKKGQKGNPKGRQNERT VI
cPTPgamma D1 (098936) (89) K-------- AYI ATQGPLKSTFEDFWRNM WAQ Y VEK- GRRKCDQYMPT- - - - ENSEEYGNLI VTL- KSTNI - HACYTVRP L HGQEHKDEKGSERKPKGRQNERT VI
hPTPzeta D1 (NP 002842) PTPRZ1 (94) K-------- AYI AAQGPLKSTAEDFWRNMI WEHNVEVI V/ VEK- GRRKCDQYMPA- - - - DGSEEYGNFLVTQ- KSVQV- LAYYT RNTKI KKGSQ- - - KGRPSGRVVT
rPTPzeta D1 (NP 037212) Ptorzl (94) K-------- AYI AAQGPLKSTAEDFWRNMI WVEHNVEVI V/ VEK- GRRKCDQYWPT- - - - DGSEEYGSFLVNQ- KNVQV- LAYYT RNTKI KKGSQ- - - KGRSSGRLVT
cPTPzeta D1 (AAA49015) (87) K-------- AYI AAQGPLKSTAEDFWRNMI WEHNVEVI V/ LEK- GRRKCDQYWMPA- - - - EGSEEYGNFLVTQ- KSVHV- LAYYT RNTKI KKGSQ- - - KGRSSGRVVT
xPTPzeta D1 (BAA97445) (87) K-------- AYI AAQGPLKSTAEDFWRNMI WEHNVEVI V VEK- GRRKCDQYWPS- - - - DGSEEYGAFLVTQ- KTI KV- LAYYT RNNKI KKGSQ- - - KGRQNERAVV
hCD45 D1 (NP 002829) PTPRC (85) R-------- KYI AAQGPRDETVDDFWRMI WEQKATWMI VVVTRCEEG- NRNKCAEYWPSME- - EGTR NQHKR- - CPDYI VNKKEKA- - - - - - - - - - TGREVTHI
mCD45 D1 (NP 035340) Ptprc (85) R-------- KYI AAQGPRDETVDDFWRNIWEQKATNMI VVVTRCEEG- NKCAEYWPSME- - EGTR. VVT NDHKR- - CPDY!I AHKKEKA- - - - - - --- - TGREVTHI
rCD45 D1 (XP 213985) Ptprc (85) R------- - KYI AAQGPRDETIDDFVI WEQKATMI VMV TRCEEG- NRNKCAEYMPCME- - EGTR VVT NDHKR- - CPDYI AHKKEKA- - - - - - - - - - TGREVTHI
~ cCD45 D1 (A54080) (85) R-------- KYI AAQGPKDET T DDFWRNIVWEQKATEI VVVTRCEEG- NKCAQYGPSME- - NGSATYG NESKI - - CPDYI TNGRERT- - - ------- SGRDVTHI
cypcaCD45 D1 (BAA92179) (82) K-------- KY| AAQGPKDETMVDFWRNVMEQKSSI | VMWTRCEEG- NKTKCAQYWPSL D- - REAEI EEFVV NNKREKG- - - = - - - - - - SEREVTHI
fuCD45 D1 (CAB96211) (85) K-------- KY| AAQGPKEETMSNFWRM WEQQTSI | VMVSRCEEG- NRI KCAQYWPSED- - RDTEI FEEFI V TNKKDKG- - - = = - - - - - SEREVTHI
sharkCD45 D1 (T43148) (85) R-------- KY| AAQGPKEETSDDFWKNVMEQKAT I VMVTRCEEG- KRPKCAQYWPTMD- - SPSKTEGDETV SHKSEKT- - - - - ----- PEREVTHI
hDEP1 D1 (NP 002834) PTPRJ (84) K-------- al ATQGPLPNTIKDFV\RNVV\EKNVYAI I \IVLTKCVEQ- GRTKCEEYWPS- - - - KQAQDYGDI|TV. KNI QT------mm--- SESHPIRQF
'DEP1 D1 (NP 058965) Ptori (84) K-------- | AT QGPL PNTLKDFWRNMVMEKNVY Al VVL TKCVEQ- GRTKCEEYWPS- - - - KQAQDYGDI TV. KNMQS- - - - = - - - - - - SESHPLRQF
mDEP1 D1 (NP 033008) Ptori (84) K-------- | AT QGPL PNTLKDFWRNMVMEKNVY Al VVL TKCVEQ- GRTKCEEYWPS- - - - KQAQDYGDI TV. KNMQN- - - = - === - - - SESHPLRQF
hGLEPP1 D1 (NP 109592) PTPRO (85) Q- ----- - EY| ATQGPLPETRNDFWKMVL QQ | VVL TQCNEK- RRVKCDHYWPFT- - - EEPI AYGDI TVE NYA-- - cmeeeaas DENQDVNHF
'GLEPP1 D1 (NP 059032) Ptoro (85) Q- ------ - EYI ATQGPL PETRNDFWKMVL QQ | VVL TQCNEK- RRVKCDHYWPFT- - - EEPI AYGD] TVE NYA- - - omceee oo s DEAQDVNVHE
mPTPphi D1 (NP 035346) Ptoro (85) Q------- - EY| ATQGPLPETRNDFWKMVL QQ | VVL TQCNEK- RRVKCDHYWPFT- - - EEPI AYGDI TVE NYA- - - cmeeaaas DEAQDVNHF
rabPTPoc D1 (AAB16824) (85) Q- ------- EYI ATQGPLPETRNDFWKMVL QQ | VVL TQCNEK- RRVKCDHYWPFT- - - EEPI AYGDI TVE NYA-- - cmeeea e DENQDVNVHF
hPTPbeta D1 (NP 002828) PTPRB (85) R------- - EY| VT QGPL PGTKDDFWKMVWEQNVYHNI VMVYTQCVEK- GRVKCDHYWPAD- - - QDSL YYGDLI CGEEQL---------- DAHRLI'RHF
mPTPbeta D1 (NP 084204) Ptprb (85) R------- - EY| AT QGPL PGTKDDFWKNAMEQNVHNI VmTQCVEK- VKCDHYWPAD- - - QDPL YYGDLI CSEEQL---------- DAHRLIRHF
'PTPbeta D1 (XP 235156 (revised)) (85) R-------- EY| AT QGPL PGTKDDFWKNAWEQNVHNI VMMTQCVEK- GRVKCDHYWPAD- - - QDPL YYGDLI CSEEQL---------- DAHRLLRHF
hPTPS31 D1 (AR073855) PTPGMC1 (85) N-------- EF| ATQGPLPGTVGDFWRMYWET RAKTEVNL TQCFEK- GRI RCHQYWPEDN- - KPVTVEG ERH-------umn-n- GDCNTVRQC
rPTPGMC1 D1 (NP 075214) Ptorq (85) N-------- EF| ATQGPLPGTVGDFWRMVMET RFK TLVNVLTQCFEK- GRI RCHQYWPEDN- - KPVTVEG ERH-----vmumn-n- GDCNTVRQC
hSAP1 D1 (NP 002833) PTPRH (85) Q- ------ EF| ATQGPLPQTVGDFWRLVWEQQSHTLVNVL TNCVEA- GRVKCEHYWPL DS- - - QPCTHGHLRVTEV/ LQVE------n---- EQKTLSVRQF
“mSAP1 D1 (BAC37443) (85) K-------- EF| ATQGPL PNTVGDFWRNVMEQQSHTLVNL TNCVES- GRVKCEHYMPL DA- - - QPCI HGQLQV FHMK- - - - == - - - - EQQTLSLRQF
rPTPBEMZ2 D1 (NP 598276) (85) K-------- EF| ATQGPLPHTVSDFWRMVWEQQSHTLVNL ANCVES- GQVKCEHYWPL DA- - - QPCTHGQLQVTLVS FHMK- - - - == === - - EQQTLSVRQF
mPTPESP_D1 (NP_031981) Esp (85) @ ------- El | ATQGPLKKTVMEDFWRLVWEQQY VLTVGVEN- GRVLCEHYMPVNS- - - TPVTHGHLT T QHGA- - - - - - - - - - - EQKQRRVKQL

http://ptp.cshl.edu or http://science.novonordisk.com/ptp



rOSTPTP D1 (NP 149090) Esp
hPCPTP1 D1 (NP 002840) PTPRR
rPCPTP1 D1 (NP 446046) Ptorr
mPTPSL D1 (NP 035347) Ptprr
hSTEP D1 (NP 116170) PTPN5
mSTEP D1 (NP 038671) Pton5
rSTEP D1 (NP 062126) Ptpn5
hHePTP D1 (NP 002823) PTPN7
mHePTP D1 (NP 796055) Pton7
rLCPTP D1 (P49445) Ptpn7
hLyPTP D1 (NP 057051) PTPN22
mPEP D1 (NP 033005) Pton8
hPEST D1 (NP 002826) PTPN12
rRKPTP D1 (NP 476456) Pton12
mPEST D1 (NP 035333) Pton12
hBDP1 D1 (NP 055184) PTPN18
mPTPK1_D1 (NP 035336) Ptpn18
rPTP20 D1 (AAC52896)

hSHP1 D1 (NP 002822) PTPN6
mSHP1 D1 (NP 038573) Hcph
rSHP1_D1 (NP 446360) Ptph6
zSHP1 D1 (AAH44414)

rvPTPN6c D1 (BAA95199)

hSHP2 D1 (NP 002825) PTPN11
mSHP2 D1 (NP 035332) Pton1l
rSHP2_D1 (NP 037220) Ptpnl1l
cSHP2 D1 (JC5167)

zSHP2 D1 (AAH45328)

xSHP2 D1 (A55651)

ryPTPN6b D1 (BAA95198)
hPTPD1 D1 (NP 008970) PTPN21
mPTPRL10 D1 (NP 036007) Pton21
rPTP2E D1 (NP 598229) Ptp2E
hPTPD2 D1 (NP 005392) PTPN14
mPTP36 D1 (NP 033002) Pton14
rPTPD2 D1 (XP 223062 (revised))
hMEG1 D1 (NP 002821) PTPN4
mMEG1 D1 (NP 064317) Pton4
zZMEG1 D1 (CAD43435)

hPTPH1 D1 (NP 002820) PTPN3
mPTPH1 D1 (XP 143789) Pton3
hPTPBAS D1 (NP 006255) PTPN13
mPTPBL D1 (NP 035334) Ptpn13
bPTPBA14 D1 (NP 777015) PTPN13
hPTPTvp D1 (AL050040) PTPN20
mPTPTyp_D1 (NP 033004) Pton20
cPTP1B D1 (013016)

hPTP1B D1 (NP 002818) PTPN1
mPTP1B D1 (NP 035331) Ptonl
rPTP1B D1 (NP 036769) Ptpnl
zPTP1B D1 (NP 570999) ptnlb
hTCPTP D1 (NP 002819) PTPN2
mTCPTP D1 (NP 033003) Ptpn2
rTCPTP D1 (NP 446442) Ptpn2
ZTCPTP D1 (AAH44373)

hMEG2 D1 (NP 002824) PTPN9
mMEG2_D1 (NP 062625) Pton9
XPTPX10 D1 (B53978)

xPTPX1 D1 (AAH43621)
hHDPTP_D1 (NP 056281) PTPN23
mHDPTP D1 (AAH22721)
rPTPTD14 D1 (T14355)

hiA2 D1 (NP 002837) PTPRN
mlA2 D1 (NP 033011) Ptprn
rlIA2_D1 (NP_446333) Ptprn
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(85) Q- ------- El [PATQGPLKKTEEDFWREVWEQQY
(85) E------- KAFEI ATQGPNI NTVDDFWOMVWQE
(85) E------- KAFI ATQGPNI NTVNDFWOMVWQE
(85) E------- Kal ATQGPNI NTVNDFWOMVWQE
(85) E------- KVYI ATQGPI VSTVADFWRMVWQE
(85) E------- KVYI ATQGPI VSTVADFWRMVWQE
(85) E------- KV¥I ATQGPI VSTVVDFWRMVWQE
(83) E------- KVYI ATQGPNPNTVSDFWENMVWQEEVS
(83) E------- KVYI ATQGPNPNTVADFWENVWQEDVS
(83) E------- KVYI AT QGPNPNTVADFWENMVWQEDVS
(93) K- -n---- AYI ATQGPLSTTL L DFWRMIMEY SVL
(93) K- -n---- AYI ATQGPLSTTLLDFWRM MEYRI L
(97) K- -nmm- - AEIATQGPLANT | DFVRMI MEY NV
(97) R-------- AYVATQGPLANTVI DFWRMI MEY NV
(97) K- nmmm- - ATQGPFRNTVI DFWRMI WEY NV
(94) L-------- AYI ATQGPLPHTL L DFWRLVWEF GV
(94) Q- ------- AYI ATQGPL PHTL L DFWRLVMEF GV
(94) Q-------- AYI ATQGPL PHTL L DFWRLVVEF GI
(94) PDEN- - - AKTYI QQGCLEAT NDFVIQVAWMQE
(94) PDEN- - - SKTYI ASQGCL DATVNDFWOVAWQE
(94) PDEN- - - SKTYI ASQGCL DATVNDFWONVAWGE
(94) TNPQ- - - - KTYI ACQGCLATTVDDFWOVNWQE
(65) DD- - - - - CKNYI ATQGCLQNTI{NDFWKMI Y QENA
(94) KCNNSKPKKSYI ATQGCL QNTVNDFWRMVE QE
(94) KCNNSKPKKSYI ATQGCL QNTVNDFWRMVE GE
(94) KCNNSKPKKSYI ATQGCL QNTVNDFWRMVE QE
(94) KCNNSKPKKSYI ATQGCL QNTVNDFWRMVE QE
(94) KSNNSKLKRSYI ATQGCL QNTI SDFWRMVE QE
(94) KCI NPKPKKRYI ATQGCL QNTVNDFWRMVE QE
(65) NRTTTKPKKTYI ATQGCLHDTVNDFWRMVE QE
(86) | E------ WDYI ATQGPL QNTCQDFVIONVMEQGI
(86) | E------ VDY AT QGPL QNTCQDFVOMVMEQGY
(86) | E------ VDY AT QGPL QNTCQDFVQOMVMEQGY
(85) AE- - - - - - WHYI AT QGPL PHT CHDFWQOMVMEQGY
(85) SE------ WHYI ATQGPL PHT CHDFVOMVMEQGY
(85) SE------ WHYI AT QGPL PHT CHDFVQOMVMEQGY
(81) SS- - - - I | NQYI ACQGPLPHTCTDFWONTWEQGSS
(81) SS---- 1 I NQYI ACQGPLPHTCKDFV\QNIV\EQa
(81) CS- - - - LI NRYI ACQGPLPNTCSDFWONTWEQ
(81) AN- - - - LVNKYI ATQGPLPHTCAQFW QKLS
(81) AN- - - - LVNKYI ATQGPLPNTCAQFW QKLS
(81) EE------ FVNI ACQGPLPTT, GDFV\%.V\EQ T
(81) QE------ FVYI ACQGPLPTTVGDFWONVWEQNST
(81) EE------ FVYI ACQGPLPTTVGDFWOMI WVEQNSS
(81) EE------ YFYI ATQGPLL STI{DDFWOMVL EN
(80) EE------ YFYI ATQGPLPETI|EDFWOMVL ENNC
(79) R-------- SYI LTQGPLPNTCGHFWENVMEQKSR
(79) R-------- SYI LTQGPLPNTCGHFWEMVMEQKSR
(79) R-------- SYI LTQGPLPNTCGHFWEMVMEQKSR
(79) R-------- SYI LTQGPLPNTCGHFWEMVMEQKSR
(77) Re--mm - - KYI LTQGPLPNTCGHFWEMVWEQRSR
(79) R-------- SYI LTQGPLPNTCCHFWL MVMQQKTK
(79) R-------- SYI LTQGPLPNTCCHFWL MVMQQKTK
(79) R-------- SYI LTQGPLPNTCCHFWL MVMQQKTR
(77) Re-mmm - - RYI LTQGPLRNTCGHFWL MVEQKTK
(85) N-------- AYLITQGPLENTYRDFV\LNVV\EQKVL
(85) N-------- TQGPLENTYRDFWL MVWEQK VL
(85) N-------- AYI'AT QGPL PKTF DDFWRMVMEQK VL
(85) N-------- AYI ATQGPL PKTF DDFWRMVMEQKVL
(88) CP------- PLVATQAPLPGTAADFWL MVHEQKVS
(88) CP------- PLVATQAPLPGTAADFWL MWVHEQKVS
(88) CP------- PLVATQRPLPGTAADFWL MWVHEQKVS
(85) MP- - - - - - - AYI ATQGPL SHTIJADFWQOMVMESGCT
(85) MP- - - - - - - AYI ATQGPLSHTIADFV\QNVV\ESGCT
(85) MP- - - - - - - AYI ATQGPL SHTI ADFWQMVMESGCT

http://ptp.cshl.edu or http://science.novonordisk.com/ptp

PVLTVGVEN- GRVLCEHYWPANS- - - TPVTHGHITIHEL AEEP- - EDEMTRREFQEQHGT- - - - - - - - - - - EQKQRRVKQL
VNV TKEKE- - KNEKCVL YWPE- - - - - KRGI YCKMEVLNVI SVNE- - CDNYTERNLVLEKQ- - - - - - = - - - - - - GSHTQHVKH
VNVI TKEKE- - KNEKCVL YWPE- - - - - KRGI YCKMEVLNVI GVNE- - CDNYTERNLVEKR- - - = - = = - - - - - - GSHTQHVKH
VNI TKEKE- - KNEKCVL YWPE- - - - - KRGI YCKMEVLMTGVTE- - CDNYTERNLVEKQ- - - - - - - - - - - - - GSHTQHVKH
VNVETNEEE- - VNEKCTEYWMPE- - - - - EQVAYDGVEI TVQKVI H- - TEDYRERL | SLKS- - - - - - ------- GTEERGLKH
VNMETNEEE- - VNEKCTEYWMPE- - - - - EQVVHDGVEI TVQKVI H- - TEDYRERL| SERR- - - - - - - - - - - - - GTEERTLKH
VNVETNEEE- - VNEKCTEYWMPE- - - - - EQVVHDGVEI TVQKVI H- - TEDYRERL| SERR- - - - - - - - - - - - - GTEERGLKH
VVLTQLRE- - EKCVHYWPT- - - - - EEETYCGPF QDVKE- - CPEYTMRQLTEQY- - - - --------- QEERRSVKHI
VVLTQLRE- - EKCVHYWPT- - - - - EEEAYGPF QDVKE- - HPEYTVMRQLTEQH- - - - - - - - - - - - - QQECRSVKHI
VVLTQLERE- - EKCVHYWPT- - - - - EEEAYGPF QGNVKE- - HPEYTMRHLTEQH- - - - - - - - - - - - - QQECRSVKHI
GVACVEYEN- KKCERYWAEPV- - ENVQLEFGPFSVSCEAEKRK- - SDYI FRTLKMKFN- - - - - - - - - - - - - SETRTIYQF
VIVACNVEFEN- KKCERYWAEPG- - ETQLQFEGPFSI SCEAEKKK- - SDYKFERTLKAKFN- - - - = == - - - - -~ NETRI I YQF
VIVACREFEN- KKCERYWPLYG- - EDPI TEAPFKI SCEDEQAR- - TDYFIRTLLEEFQ------------- NESRRLYQF
VIVACREFEN- KKCERYWPLYG- - EDPI TEAPFKI SCENEQAR- - TDYFIFERTLLEEFQ------------- NESRRLYQF
VIVACREFEN- KKCERYWPLYG- - EDPI TEAPFKI SCENEQAR- - TDYFIRTLLEEFQ------------- NESRRLYQF
VACREI EN- KRCERYMAQE- - - QEPLQTGLFCI TH!I KWL- NEDI RTLKMTFQ------------- KESRSVYQL
VACQETEN- RKCERYWARE- - - QEPLKAGPFCI TETKETTL- NADI TERTLQVYTFQ------------- KEFRSVHQL
VACQETEN- RKCERYWAQE- - - REPLQAGPFCI TETKETAL- TSDI TERTLQVYTFQ------------- KESRPVHQL
VNTTREVEK- NKCVPYWPE- - - VGNQRAYGPYSVTNCGEHD- - TTEYKERTLQVSPLDNGDLI R- - - - - - - - - - E
VNTTREVEK- NKCVPYWPE- - - VGTQRVYGL YSVTNSREHD- - TAEYKERTLQISPLD- - - - NGDLVR- - - - - - E V\H
VNTTREVEK- NKCVPYWPE- - - VGTQRVYGL YSVTNCKEHD- - TAEYKERTLQISPLD- - - - NGDLVR- - - - - - E V\H
VNTTREVEK- NKCVPYWMPT- - TEGESKEVGRYVVKIEL SEND- - AADYKVRVVELTAPH- - - - RNEAPR- - - - - - WHE
VNTTKEI ER- GKCKCVRYMPD- - - VKTSTEYGMISVRNL EERM- - AQDY! MRDLEMNRLD- - - - WERPR- - - - - - HVWH
VNTTKEVER- GKSKCVKYWMPD- - - EYALKEYGVNRVRNVKESA- - AHDYTLRELKESKVG- - - - QGNTER- - - - - - TVW
VNTTKEVER- GKSKCVKYWPD- - - EYALKEYGVINNRVRNVKESA- - AHDYTLRELKESKVGQALLQGNTER- - - - - - TVW
VNTTKEVER- GKSKCVKYWPD- - - ECALKEYGVNRVRNVRESA- - AHDYTLRELKESKVG- - - - QGNTER- - - - - - TVW
VNTTKEVER- GKSKCVKYWMPD- - - EYSLKEYGVNRVRNVKESA- - AHDYTLRELKESKVG- - - - QGNTER- - - - - - TVW
VNTTKEVER- GKSKCVKYWMPD- - - VSALKEYGANRVRNVKETM- - AHDY| ERELKESKVG- - - - QGNTER- - - - - - TVW
VNTTKEVER- GKSKCVKYWPD- - - EFALKEYGVNRVRNVKETP- - AHDYI ERELKESKVG- - - - QGNTER- - - - - - AVW
VNTTKEVER- GKSKCVKYWPD- - - EVSSKEYGANRVKNVRENP- - AHDY| ERELKESKVG- - - - QGSTER- - - - - - TVW
AMNVTAEEEG- EKSFRYWPRL GSRHNTVTYGRFKIETTRFRTD- - SGCCYATTGLKMKHLLTG- - - - ------- QERTVWHL
AMVTAEEEG- EKSFRYWPRL GSRHNTVTYGRFKIETTRFRTD- - SGCCYATTGLKMKHLLTG- - - - ------- QERTVWHL
ANMVTAEEEG- EKSFRYWPRL GSRHNTVTYCGRFKIETTRFRTD- - SGCCYATTGLKMKHLLTG- - - - ------- QERTVWHL
AMVTAEEEG- GRTKSHRYWPKL GSKHSSATYGKFKVTTKFRTD- - SVCYATTGLKMKHLLSG- - - ------- - QERTVWHL
AMVTAEEEG- GRTKSHRYMWPKL GSKHSSATYGKFKVTTKFRTD- - SGCYATTGLKMKHLLSG- - - ------- - QERTVWHL
AMVMTAEEAG- GRTKSHRYMWPKL GSKHSSATYGKFKVTTKFRTD- - SGCYATTGLKMKHLLSG- - - - ------ - QERTVWHL
VNVLTTQVER- GRVKCHQYWPEP- - - TGSSSYGCYQVTCHSEEG- - NTAYI FRKNTEFNQEKN- - - - - - - - - - - ESRPLTQI
VNVLTTQVER- GRVKCHQYWPEP- - - SESSSYGCYQATCHSEEG- - NPAYI FRKVTEI NQEKN- - - - - - - - - - - ESRQLTQI
VNVLTTQV- - - - - - KCHQYMPNP- - - SGSATYGGFQISCQTEEG- - NSAFLVRE! TETHI ESG-- - - ------ - ESRELTQI
VNLTTETER- GRTKCHQYWPDP- - - PDVNNHGGFHIQCQSEDC- - TI AYVSRENVLMTNTQTG- - - - - - - --- - EEHTVTHL
VNVNLTTETER- GRTKCHQYWPDP- - - PDI NDHGI FHHQCQTEDC- - TI AYVSRENVLMTNTETG- - - - ------ - EEHTVTHL
ANNTQEVEG- EKI KCQRYWP- NI LGKTTNVVSN VRVQQ- - LK RANVTLEDI QTR----------- EVRHESHL
ANNTQEVEG- EKI KCQRYWP- SI LGTTTVANE LRNVQQ- - LKGEI MRVVALEEDI QTG- - --------- EVRHESHL
ANNTQEVEG- EKI KCQRYWP- NVL GKSTNVVSN VRVQQ- - LK RANVTLEDI QTG----------- EVRHVSHL
ANMETRENEG- Gl | KCYHYWP- - | SLKKPLELKHFRVFLEENYQI - - LQYFEI F RVEQVVEKSTG- - - - - - - --- - TSHSVKQL
AMETREI EC- GVI KCYSYMP- - | SLKEPLEEEHFSVFLETFHV- - TQYETVRVEQI VKKSTG- - - = - - = - - - - KSQCVKHL
VVLNRVIVEK- GSI KCAQYWPRKEEKENFFEDT TLI SEDI - - KSYYTVRQLEEENLTTQ----------- ETRE}LHE
VL NRVIVEK- GSLKCAQYWPQKEEKENI FEDT TLI SEDI - - KSYYTVRQLEEENLTTQ----------- ETRE}LHE
VVLNRIE VEK- GSLKCAQYWPQQEEKENVFDDT TLI SEDV- - KSYYTVRQLEEENLTTK- - - - - - - --- - ETRE}LHE
VIVLNRIE VEK- GSLKCAQYWPQKEEKENVFDDT TLI SEDV- - KSYYTVRQLELENLATQ- - --------- EARElLHFE
VNVLNRVI EK- GSVKCAQYWPQREEREAVFEDTNFRETLEI SEDV- - KSYYTVRQLELENLSTQ- - --------- ETRE}LHE
VVLNREVEK- ESVKCAQYWP- TDDQENLFKETGFSVKELSEDV- - KSYYTMHLLQLEENI NSG- - - - - - - - - - - ETRTHSHE
VVLNRTVEK- ESVKCAQYWP- TDDRENVFKETGFSVKELSEDV- - KSYYTMHLLQLEENI NTG- - - - - - - --- - ETRTHSHE
VVLNRTVEK- ESVKCAQYWP- TDDRENVFKETGFSVKELSEDV- - KSYYTMHLLQLEENI NSG- - - - - - - - - - - ETRTHSHE
VLINRMI EK- GSEKCAQYWPTQEERENSF RDT RFVVT VSEDV- - KSYYTTRVLELQNANTG- - - - - - - - - - - ETRE}YHE
VNTTRFEEG- RKCGQYWP- - LEKDSRI TVT NLGVEN- - VNNHYKKTTLEF HNTEER- - - - - - - - - - - QKRQVTHFE
VNTTRFEEG- RKCGQYWP- - LEKDSRI TVT NLGVEN- - VNNHYKKTTLEF HNTEER- - - - - - - - - - - QKRQVTHFE
VNTTRVI ER- | KEGQYWP- - LEAGRSEDTGHFI RNI HI DL- - FQl THEEMYNKQTD- - - - - - - --- - ESRSVAH
VNTTRVI ER- | KEGQYWP- - LEAGRSEDTGHFI RNI HI DL- - FQl THLEMYNKQTD- - - - - ----- - ESQSVAH
VVLVSEAEN- EKQKVARYEP- - TERGQPNV SSVRS- - TETHVERVLSLQFRDQS- - - - - - - --- - LKRSLEVHL
VVLVSEAEN- EKQKVARYEP- - TERGQPNV G SV SSI RT- - TETHVERVLSLEQFRDQS- - - - - - - - - - - LKRSLEVHL
VVLVSEAEN- EKQKVARYEP- - | ERGQPVVHGALSVALSSVRT- - TDTHVERVLSLQFRDQS- - - - - - - - - - - LKRSLEVHL
VNVLTPEVED- GVKQCDRYWP- - - - DEGASLYHVYEVNLVSEHI W- CEDELMRSEYLKNVQT- - - - - - - - - - - QETRTLTQF
VNVLTPLVED- GVKQCDRYWP- - - - DEGSSLYHVYEVNLVSEHI W- CEDELVRSFYLKNVQT- - - - - - - - - - - QETRTLHTQF
VNVLTPLVED- GVKQCDRYWMP- - - - DEGSSLYHVYEVNLVSEHI W- CEDELMRSEYEKNVQT- - - - - - - - - - - QETRTLHTQE
















