Supplement to analysis of PTP-OST
Exon structure of human PTP-OST (predicted sequence) and alignment with the mouse and rat ortholog sequences

Exon 3 Exon 4 Exon 5-FN 1

mPTPOSTMRPLILLAALLWLQDSLAg—EDVCSSLDGSPDRQGH—GPPLS\/SV’Z‘SRGRPTSLFLSWVAAEPGGFDYALCLRAMNLSGFPEGQQLQAHTNESSFEFHGLVPGSRYQLELTVLRPCWQRVTITLTAR}
rPTPOST [M R LILLAALLWLQGFLAQ—DDACSSLEG{:P RQGEI_G LLSVNVSSHGKSTSLFLSWUV PELGGFDYPLSLRSVNSSGSPEGQQLQAHTNESGFEFHGLVPZ:SRYQLKLTVLRPCWQI\VTITLTARﬂ_
hPTPOST\NRLPILFAALLWFRGFLAEI—EEACLSLEGSPGRESA'—GPPLNVNITSQGRP"‘SLFLSWAAPGPGRFTHALRLTCLSPLSSPEGQQLQAHTNASSFKFQDLVSGC—RYQLEVTALRPCGQRVTITLTARm
Exon 6 - FN 2 Exon 7 - FN 3
mPTPOST JAPTVVRGLQLHSTGSPASLEASWSD °GDQDSYQLLLYHPESHTLACNVSVSPD"‘LSYNE‘GDLLPGSQYVLEVITWAGSLHAKTSILQWH—EPVPPDHLRVRALC—TSSLQAFWNSSEGATWFHLIL
PTPOST _JAPTVVRGLQLHSAGSPARLEASWS GDOQDSYQLLLYHLESQTLACNVSVSPDTLSYSFGDLLPGTQYVL VITWAGBLHAFTSIAQWH—EPVPPJHAALRALGTSSLQAFWI\'SSE/ATSFHLMLT
hPTPOST“)—APsTVHGLQL:I*SGJPSSLEASWG GKQDGYCLLLYHLESQTLAHNZSMPLGTLSYNE‘GNLLPGZEYILEVNTWAGNLQATTSLHQWﬂ—APVSPDHJV’JHTLC—TSALQASWNGSK\JAAWLHLVLT
Exon7-FN 3 Exon 8 - FN 4
MPTPOST DLLEGTNLTKVVRQGISTHTFLRLSPGTPYQLKICAAAGPHQIWGPNAT AH—YPSYPSDLVL"‘PLWNELWASWKAGQGARDGYVLKLSGPVENTTTLGPEECNAVFPGPLPPC—HYTL"LRVLAGPYD
MPTPOST DLLGGTNTTAVIRQGVSTHTFLHLSPGTPH LKICASAGPHQIWGPSA Wa—YPbY SDLVLTPLRNELWASWKAGLGAR GYVLKLSGPMESTSTLGPEECNAVFPGPLPPGHYTLQLKVLAGPYD
hPTPOST" DLLGGTNLTAVFRRGVSHHTSLHLSQGPPYELTLSAAARPHRAVGPNAT Am—T*SAPPRPGLTPLPAKLWASWKVGPGVQDDF LKLSGPVEKNITLGPEAHNVTFPGPLPTGHYALELKVLAGPYD
Exon9-FN5
mPTPOSTAWVEGSIWLA'—ESAARPMEVP LWLEGLEATKQPGRRALLYS”DAPGLLGNZSVSSGATH”T:CGL”PGAHVRVDIASSMGDITQSLTGYTS]—PLPPQSLEIISRNSPSDLTIEWAPAPGQMEGYK
rPTPOST AWV E G S NLFJ—ESAALPREVP LWLDGL ASKQPGRRALLYSDDAPGSLGNISVPSGATHVIFCGLVPGA YRVDIASSTGDISOQSTI L:YTS]—PL PQSLEVISRSSPSDLTIAWGPAPGOQLEGYK
hPTPOST"A W A Q A S A W El—DSA KSRQGS A?RQLDGLEASKEPGRRALLYTEG‘JPGLLGNZSVPPGATHIT~YGP”PGARYCVDIASSLGIITYSLMGHKS-I—PLAPQQJEVISRC—qPQDLAIVWAPAPGQREGYR
Exon 10 - FN 6 Exon 11 -FN 7
mMPTPOST VT WHQDGSQRSPGDLVDLGEPD B TLEKSLVPGSCYTVSAWAWSGNLSSDS KZHSCH—RPAPPTNLSLG:AH PATLRASWCHPPGGRDAFQLRLYRLRPLTLESEKILSQEAQNFSWAQLPAGYETF
PTPOST VTWHQDGSQRSPGDLVDLGPDTL S TLKSLVPGSCYTVSAW WAGNLDSDS iHbLa—RFAFPTNLSLG?AH AAL ASWYHPPGGRDAFHLRLY R LTLESEKVLPREAQNTF WAQLTAGCEF
hPTPOST"VAWHQEGSQRSPGSLVDLGPDNS S TLPSL\/PGSSYAMSVWAWAENLGSSIQKZHPCﬂ—FPAPPANLSLNLAT PALKASWSPPPVGRDGFQVQLYS PLTLERADTLAAEVQNFSWA LSPGT
Exon 12 -FN 8
mPTPOST Q VQL ST LW SEESGSANTTGWH—'PPSAPTLVNVTSEAPTQLHVSWVHAAGDRSSYQV LYQESTRTATSIVGP ADSTS WGLTPGTKYKVEAISWAGPLYTAAANVSAWH—YPLTPNELLASMQAG
rPTPOST QVQLSTLW EE:{SbsA\IATGWﬂ-'PPSAPTLV,\IVTSDAPTQL'\VS'FAHVPQGRBRVQV LYQESTRTATSIMG EDGTSFLGLTPGT KVEVISWASPLYTAAAI\'VSAWﬂ—YPLIPI\'ELLVSMQA(}
hPTPOST"T VO LT T LRGLDOSSSINATGWI}{EGPLAP PLVNVTISEGPTOLWASWVHAPRGRDS Y PVILYRAGT - - - - SAVGAKVASTSFSSLTIPGTIKYKVEVVT OAGPHHIAAANTS GWIJ{EALHTPSELVSMHEAS
Exon 13-FN 9 Exon 14 - FN 10
mPTPOST S AV VN L WPSGPLGRGTCHAQLSTD GHLSWEQPLSLGQDLLMLRNLIPGHTVSLSVKCRAGPLQ STHPL\]LSH—EPGPVEDVFCQPE TYLSLNW MPTGDVAVCLVEVEQLVPGGSAHFVFQUV T
rPTPOST S AV VNLAW SGPLGQGACHAQLSD GHLSWEQPLKLGQELFMLRDLTPGHT SMSVRCR GPLQP5THLVVLS}EFGPVEJVALHPE YLALNWTMPAGDVDVCLVVVERLVPGGG HFVFQVN
hPTPOST'T AV V N L W SSPLGOGMCYTQLSE GHLSWEHPLVPGQAHLZLRGLTPGCNLSLSVLCQAGPLQASTQRV\]LLW—EPGPVEDVQuQPEA FLALNWTVPARDVGTCLVVAEQLVAGGNAHLVFOQAD
Exon 15 - EIM Exon 16 - EIM
mPTPOST EDALLLPNLTPTTSYRLSLTUVL PQWSRAVTL\/CTTSAH—VWHPPELAEAPQVELGTGMGV’Z“JTRGMFGKDDGQIQWYGIIATINMH—LAQPSQ AINHTWYDHYYRGHDSYLALLFPNPFYPEPW
PTPOST GDALLLPNLMPTTSYRLSLTUVL S WS R VSLVCS’_‘SAa—AWHPPELAEP QVELGTGMGVTVMRGMFGKDDGQIQWYGIIATINMﬂ—LAQPSREAINYTW DHYYRGCESFLALLFPNPFYP P W
hPTPOST“KNAVLLPNLVPVTSYHLSLAVLGRNGLWSRVVTLACSTSAEI—AWHPPALAPAPELEPGTEMG”MIPRGMFGKDDGQIQWYGIIATTNMSTI—LPQPSWEAINHMWHDHYYRGHDSYLA LLPNPFYP P W
Exon 17 - EIM Exon 18 - Transmembrane Segment Exon 19 - 1IM
mPTPOST 2V PR S W VPVGTE DNTOQET N LKPGFQYEI—FJIAAFSRLSSPETILAFSAFS]—EPQASISLVAMPLTVMMGTVVGCIZIVCAVLCLLCRRGLKC—PR—SEKNC—FSQELMPYR | RTHRPI S
rPTPOST A G PR S W vV PV G EDCDNTOQETIC LKSGF YH—FEVVRFSRLNTPETILAFS FS]—EFRPSISLAIiFLTVMLGAVVGSIVIVCAVLCLLRWRCLKGPR—SEKDGFSKELMPYI\LW RTHRPI I
hPTPOST"AVPRSWTVPVGTEDCGHTEKE L N QLKLGSQYEI—FS\/AAFTRYSPPETINSFSAFS-I—EPWAGVSLASVPLPVMEGLVVGCVLTICAVLGLLCWRRVKC—QR—AGKNPFSQELTAYRL'—RTHRPIPIHS
Exon 20 - IIM Exon 21 - IIM Exon 22 - PTP D1 Exon 23 - PTP D1
mPTPOSTFRQSYEAKSARAHQAFFQEF}H—ELKEVGKDQPRLEAEHPA\I'TKNRYPHVLH—YDHSRVRLTQLSGEPHSDYINANFIﬂ—GYSHPQEIIlkTQGPLKKTVEDFWRLVWEQQVHVIIMLTVGMERGF
rPTPOST FRQSYZAKSAHAHQTFFQEFQ—ELKEVGKDQPRLEAEHPD,\IiIKNRYPHVLa—YDHSRVRLTQLPGEPHSDYINAN?IH—GYSHTQEIIATQGPLKKTLEDFWRLVWEQQVHVIIMLTVGMEDG%
hPTPOST“FRQHYEAKSAHAHQAFFLQFla—ELKEVGKEQPRLEAEYAANTTKNHYPHVLa—YDHSRVRLTQLEGEPHSDYINANFIH—PPTHPQEFIASQAPLKKTLENFWRLVRE*QVRIIIMLTVGMERRF
hPTPOST® = RONYEAKSAHAH QAFFLKFEFJE LKEVS KEQPRLEAEY PANTTKNC - PAVLP{Y DESRVRLTOLEGEPHSDY INANLYV PI{GY TRPOEF IASOGPLKKTLENFWRLVREQOQVRIIIMPIISMENGER——
Exon 24 - PTP D1 Exon 25 - PTP D1 Exon 26 - PTP D1
mPTPOST—VLCEHYWPV‘J‘TPVTHGHITTHLLAEESEDEWTRREFQLCH—GAEQKQRRVKQLQ?TTWFDHS‘v’PEP\FSSLLP\?VELVQEEVKATQGKGPILVHCSJ—AGVGRTZ:TFVALLPR‘RQLEEEQVVDV
rPTPOST—VLCEHYWPTNqTPVTHGHITIHLLAEEPEDEWTRREFQLQE}GTEQKQRRVKQLQ?TTWPDHS”PEAPSSLLAFVELVQEQVQATQGKGPILVHCS]—AC—VC—RTqTF\’ALLRLLRQLEEEKVADVFR
hPTPOST(')—VLCEHYWLTDLTPVTHDHITIHLLAEEADDEWTKREFQLOH—YIVQOQQRRVE*LQFTT*PDH{)ILKAP{:SLLAFMELVQEQARAAQGMGPiLVHCS]—VGMGQAqT?VPLLRLLQQLEEEQMV}V
hPTPOST(Z)—VLCEHYWLTDSTPDTHGHITIHLLAEEPEDEWTKREFQLQE}VVQ HQRRVEQLQE‘TT*SDHJILEAPSSLLAFMELVQ*QARATQGVGPILVHCSTI—VC—MC—RTGTF\’ALSRLLQQLEEEQMVDV H
Exon 27 - PTP D1 Exon 28 - PTP D2 Exon 29 - PTP D2 Exon 30 - PTP D2
mPTPOSTTVYILRLjRPLMIQTL—SQYIFLHSCLLNKILEGPSDASD'—SGPIPVMNFAQACAKRAANANAGE‘LKEYﬂ—LLKQAIKDETGSLLPSPDYNQNSIASJ—CHHSQEQLALVEESPADNMLAASLFPH
rPTPOST TVYILRLHRPLMIQTL—SQYIFLHSCLL\IKILEGPPDBSH—EBPIbVMDFAQACAKRAANANAG?LKEYQ—LLKQAIKDG LLPPPDYNQNSIVS]—RRHSQEQFALVEECPEDSMLEASLFH—
hPTPOST“AVFAFWMHGPLMIQTL—JQYVFLHSCLL,\IKILEGPFNZSg—SWPIS\/MNFAQACAKRAANANAG?LKEYg—LLLQAIKDE YAPLPGYEQDSP1s]—yacSQC—QFSPvaSTPDDMPEAWLFFl—
hPTPOST® A VY ALRMHOPLMIOT I} {S OYVFLASCLLNKI LEGP FNISEF{SWPISVIDLPOACARRAASANAGE LKEYEF{LLL-AIKDE SAPPPGYEODSPVSHYDRSOGOFSPVEESPPDDMPEAWLF P——
Exon 31 - PTP D2 Exon 32 - PTP D2 Exon 33 - PTP D2
mPTPOST—G(:PSGRDHVVLTGSAGPKELWEMVWEHBAYVLVSLGLPDH—KEKPQDIWPMEMQPIVTDMVTVHRVP\ES*NTD\GWFSTLIR SGTERQVQCLQFPHCETGSELPANTLLTFLDAVGQCCSR
I'PTPOST—GGPSGCDHVVLTGSAGPKELNEMVWEHDAHVLVSLGLPDFI—KEKPPDIWPVEMQPIVTDMVTVHR”SESNTT,GWPSTLFR' SGKERQVQCLQFPCSESGCELPANTLLTFLD VGQCCFR
hPTPOST(')—GBPSGCDHMVLTGLA[:PEELWELVNQHBAHVLVSLCPLDH—]‘/EKPQEFWPMEMQPIVTDMVTVHWVAE{:*STVBWLCALFR SRKEREVQRLQFPYLEPGHELPATTLLPFLAAVGQCCSR
hPTPOST(Q)—GGPSGRDHTVLTGPAGPFELWELVWQHRAHVLVSLCPPNWD’EK*fEFWPTEMQPVVTDMVTVHWVAESfSTAGWFCTLLR SRKEREVQRLOQFPYLEPGHELPATTLLPFLAAVGQCCSR
Exon 34 - PTP D2 Exon 35 - PTP D2
mPTPOSTGNSKKPGTLLSHSS]—KVTNQLSTFLAMEQLLQQAGTERTVDVFS\/ALKQTQACA”KTPTL—EQVI LYNCLNSALRNRLPRARKI
rPTPOST GKSKKPGTLLSEISfa—KNT,\IQLGTFLAMEQLLQQAGTERTVDVFNVALKQBQACGLMTPTL—EQYIYLYNCLNSP\LLNGLPRAGKWPAPCI
hPTPOST“GNSKKPGTLLSHSQ—KGATQLGTFLAMEQLLQQAGSECTVDVFN\/ALQQSQACDLMTPTL—KQYIYLYNCLNSALADGLPLSRHWSLCRRGLCPVGWGQHq
hPTPOST® G NN KK P GTLLSHS NJJKGATQLGT FLAMEOLLOQOAGSE CIVDIFNVALOOSOACGLMIPTIJKOYVYLYNCLNSALADGLF]

" This hOST-PTP sequence is predicted from genomic clones AL592300 and AL356953. These clones map to 1932 - a region with syntheny to the rat and mouse loci for OST-PTP.
“) This hOST-PTP sequnece is a fragment and is predicted from genomic clone AL354751, which in the current assembly (Build 31) has been aligned to Chromosome 9
FN - Fibronectin type Il repeat; EIM extracellular domain inter-motif; IIM - Intracellular domain inter-motif; D1 - Domain 1; D2- Domain 2 (Nomeclature according to Morrison & Mauro, Gene 257 (2000) p.195-208)

http://ptp.cshl.edu or http://science.novonordisk.com/ptp Andersen et al (FASEB J)
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