Exon structure of human PTP Domains
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Transmembrane Segment E[F/Y]
hPTPalpha 14 I IAVMVALSSLLVIVFI I IVLYMLRI—] kkk 24 I | 43 EF N
hPTPepsilon | 10 LLAWLLLPLLLLLLVLLLAAYFFR—— RKRK 24 | | 43 E F N
hPTPkappa ~——m————] 17 IAGISAGILVFILLLLVVILIVKKSF—KKKRK 53 — 59 EYEl
hPTPmu | 16 |AGVIAGILLFVIIFLGVVLVMKKRI—]KKKRK 50 | 24 — 60 EYE
hPTPrho e | 19 VIAGLLMF I I ILLGVMLTIKRRF—R 10 — 53 — 61 EYEl
hPTPlamda —| 20 LILGICAGGLAVLILLLGAI IVIIRKG—k 51 — 61 E Y E[
hPTPdelta | 26 LIWVVGPVLAVVFIICIVIAILLYKRF——IkRr 37 I | 30 EYEl
hPTPsigma — 25 LIWVIGPVLAVVFIICIVIAILLYKNI—KR 37 — 16 — 30 EYEl
hLAR —] 24 MLWVTGPVLAVILIILIVIAILLFEKRF———R 38 I | 30 EYE
hPTPgamma —— 18 WIIPLIVVSALTFVCLILLTAVLVYWRI| KKK || 30 — 29 D F E[~
hPTPzeta — 22 AVIPLVIVSALTFICLVVLVGILIYWR} | 30 | 29 4 Fval
hCD45 14 ALIAFLAFLIIVTSIALLVVLYK D K KR cf '—'|11| | 34 EF Q-
hGLEPP1 | 7 VVVISVLAILSTLLIGLLLVTLIILRK 5 R—] 23 | 28 || 12 || 24 QF Ef~
hPTPS31 R | 10 | ILSVTLCILSIILLGTAIFAFAR—[RKK 43 — 24 || 24 EFSf—
hDEP1 |1V I CGAVFGCIFGALVIVTVGGF | FWR K KRk 14 I 1 3 | | 26 EYE
hPTPbeta | 9 VSAGLFLIGMLVAVVALLI R K S—— RRR 28 | E | 24 E Y E[
hSAP1 |1 VIAGAFVGILLFLILVGLLIFFLEKRR] '—'Iym<1s| | 27 E Y Q-
hPTPIA2 — 20 LVALAGVAGLLVALAVALCVR RKR 28 — 67 — 15 EWQA
hPTPIA2beta ——— 19 JALTLVSLACILGVLLASGLIYCLR RKK 27 — 65 — 15 EWE A
hPCPTP1 | 19 YAVVIFLSIFVIIvVTCLM—]IL R kK R 84 || 59 E F M[—
hSTEP | 60 EFFl—
hHePTP | ate 41 || 58 EF L
hPTP1B | atc 18 S
hTCPTP | ate 20 Ly L
hSHP1 | 35 EFEl
hSHP2 | 35 EFE
hMEG1 | 53 Q F D~
hPTPH1 ] 51 QF E
hPTPD1 | 15 EYER
hPTPD2 | 15 EYEQ
hPTPBAS | 47 ELE
hBDP1 | ate 28 EF S
hLyPTP | ate 26 EF L
hPEST | atc 14 — 16 D F M[—
hHDPTP DV
hMEG2 | 66 EYER
hPTPTyp | ate 32 — 42 E F M—
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Exon structure of human PTP Domains (continued)

Page 2 of 3 Motif 1 Motif 2 Motif 3 Motif 4 Motif 5 Motif 6 Motif 7

KNRY RV L DYINA YIATQ GP T DFW M W M E KC YWP R
hPTPalpha  —— 21 KMRY 5 |2 RMALC 9 DYV 2 |— & JAAQ—{EE 5 W 2BFrw 1M W 6 Tvw 5 E 3 2 Ve 25 R 6 F——
hPTPepsilon ——] 21 KNRY 5 |2 RMT 9 DYV 21— & JAAo—EE 3 1 3 TVM 5 E 3 2 Ve 25 R 6 }——
hPTPkappa —— 20 KMRY 5 2 RMTC 9 DYIINA 21— & WA o—@lm 3 T W 6 1vw 5 E 3 2 Ve 24 R 6 }——
hPTPmu — 20 KMRY 5 {2 RMIRC 9 DY@ING a|—1 8 3 1 6 11w 5 F 3|10 > Vi 24 R 6 ——
hPTPrho — ] 20 KMRY 5 |2 RMIRL 9 DYV 21— [_&_WATo—em 3 T W 6 1vw 5 E 3 2 Ve 24 R 6 }—
hPTPlamda — 16 GSRQ 5 | |4 RlK L 9 D Y 3 1 6 I VM 5 E 3 2 Y- 24 R 6 f——0
hPTPdelta — ] 20 KR Y 9 RMLL 415 pvvNA 12 IR o EBE s T W 6 Vvvw 5 E 3 2 Ve 25 R 6 F——
hPTPsigma ~——] 20 KR Y 9 RMC +1—5 ovEINEA 12 Ao B ¢ 1 6 I VM 5 E 3 2 Ve 25 R_6 —
hLAR — ] 20 KMRY 5 |—[2 RMC 21— 5 oVEINA 12 IR o B s 1 6 _vvw 5 E 3|10 2 Ve 25 R 6 }——
hPTPgamma [ 23 KNRY 5 2 RMIKC 1 DYV 21— & WAoo - e 3 T W 6 Tvw 5 E 3 2 Ve 25 R 11
hPTPzeta — 23 KlRY 5 [— 4 RlK L 11 D Y 8 -AQ - - 3 1 .Il 6 IVM 5 E 3 2 Y- 25 R 11
hCD45 — 21 KlR y 5 [—14 RlE L 9 N Y- 3 1 .Il 6 VM 5 E 3 2 Y- 27 Q 6 |———
hGLEPP1 — 21 KlRY 5 [— 4 RlRL 9 DY 8 -TQ- - 3 Fw 1 lVL 6 IVM 5 E 3 2 Y- 26 R 6
hPTPS31 — 21 KlRF 5 [— 4 RlKL 9 DY 8 -TQ- - 3 FW 1 6 LVM 5 E 3 2 Y- 27 R 6 ——
hDEP1 — 21 KlRY 5 [ 4 RlKL 8 DY 8 -TQ--- 3 FW 1 6 | IM 5 E 3 2 Y- 25 R 6 F——
hPTPbeta — 21 KlRY 5 |—1 4 RlKL 9 DYI 8 -TQ- - 3 FW 1 6 I VM 5 E 3 2 Y- 26 R 6 —
hSAP1 — 21 KlRY 5 [— 4 RlPL 9 DYI 8 -TQ- - 3 FW 1 LV. 6 LVM 5 E 3 2 Y- 26 R 6 —
hPTPIA2 Continued KlR H 5 |—4 RIKL 9 D Y 10 -TQ - - 3 FW 1 6 I VM 5 E 4 ol 2 Y- 11 15 R
hPTPIA2beta Continued KlR s 5 |14 RlL L 9 D Y 10 -T Q - - 3 FW 1 6 IVM 5 E 4 Ql 2 Y- 11 15 R
hPCPTP1 — 19 KlRY 5 | |4 RlC L 10 T Y 9 -TQ - - 3 FW 1 6 I VM 5 E 3 |7- 2 Y- 24 R s5}—
hSTEP e — 19 KMRY 5 |—[2 RMICL 10 SYIINA 4 — 9 Ao BE s W2 prw 1 6 _1vv 5 E 4 |8 > Ve 24 R _s5}——m
hHePTP — 19 KDRY 5 [—4 RlCL 9 DY {4 | 9 -TQ--- 3 FW 1 6 I VM 5 E 3|7-2 Y- 24 R s5f|——
hPTP1B — 21 RlRY 5 124 rRIKL 5 DY 12 lLTQl—- 3 lz HF W 1 6 VVM 5 E 32 Y- 29 R 8
hTCPTP — 21 RlRY 5 [ 4 RlKL 5 DY 12 lLTQl—- 3 l 2 HFW 1 6 VVM 5 E 3 2 Y- 28 H 8
hSHP1 — 23 KlRY 5 | |4 RlIL 10 DY 13 -so--lc 3 FW 1 6 IVM 5 E 3 2 Y- 26 R 9
hSHP2 — 23 KlRY 5 [— 4 RlVL 10 DY 4 H 16 -TQ--lC 3 2 BlFw 1 lVF 6 I VM 5 E 32 Y- 26 R 9
hMEG1 — 21 KlRY 5 [ 4 RlIL 4 D Y {4 | 12 -CQ--- 3 FW 1 6 VVM 5 E 32 Y- 26 R 8
hPTPH1 — 21 KlRY 5 [— 4 RlLL 4 DY 12 -TQ--- 3 2 QFW 1 vvl 6 I VM 5 E 3 2 Y- 26 R 8
hPTPD1 Continued RN F 9 RN[E L 8 cYIINA 4 —] 10 Ao 8B s W2 oFw 1 6 1AM 5 ]E 4 s 2 v 29 T
hPTPD2 Continued RSR I 9 RlE L 8 G Yl 10 -TQ - 3 FW 1 6 1AM 5 HE 4 ls 2 Y- 29 T
hPTPBAS — 21 KlRY 5 |—1 4 RlPL 4 GY -CQ - 3 FW 1 .Il 6 | AM 5 E 4 - 2 Y- 28 R 8
hBDP1 [ 27 KNRY 5 {2 RM1T 9 DY@ING 2 — & QA To- g 3 Q2 rw 1 LVl 4] {TTtwv 5 E 31—[TRG 2 VM@A 15 {12 R
hLyPTP [ 27 KMRY 5 |2 RMEL 9 SYWVA 2 }—[ 8 WATo- j@e s T W 4T Tov 5 E 3 2 VIA 6 11 R
hPEST [ 27 KNRY 5 {2 RMIKC 9 DYV 2 |—[ & VTo- g 3 1 s T Tvw 5 E 3 > ViE 16 — 11 R
hHDPTP Continued KlR H 9 Rlv L 5 D Y 13 VlT Q- - Al 3 1 lv H 6 IVM 5 E 3 v 2 Y Fl 27 R
hMEG2 —s KlRY 9 RlKL 8 |—{1pDY 12 lGTQI—- 3 1 6 I VM32E 4 - 2 Y- 27 T 8
hPTPTyp — 21 KlRY 5 |—1 4 RlP L 4 D Y 14 -TQ - 3 1 lv L 6 | AM 5 E 4 - 2 Y- 27 R 8
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Exon structure of human PTP Domains (continued)

Page 3 of 3 Motif 8 Motif 9 Motif 10

WPD P P HCS AG GRTG R R Q Q F
hPTPalpha —] 20_WgD 3 P 22 A_3 HcsI—JlGTGREG 27 B> rR ¢ 75 ]
hPTPepsilon — 20 WlD 3 P 22 l 3 HC s|—.G 16 RlG 27 l 2 R 4 45 |
hPTPkappa ——| 16 vle 3 P 22 l 3 HC s|—.G 1G RlG 27 l 2 R 4 45 I
hPTPmu — 16 WlD 3 P 22 l 3 HC s|—.G 16 RlG 27 l 2 R 4 45 |
hPTPrho — 16 vle 3 P 22 l 3 HC s|—.G 1G RlG 27 l 2 R 4 45 I
hPTPlamda ——]| 16 le 3 P 22 l 3 HC s|—.G 16 RlG 27 C 2 R 4 45 |
hPTPdelta —— WD 3 P 22 B : ncs—lcGcrREGC 27 B>rR ¢« @ >3 45 ]
hPTPsigma ——] 6__WBeD 3 P 22 B s rcsl—JlcicRrREG 27 BR2>RrR 4 & 3 75 ]
hLAR —— WD 3 P 22 B : ncs—lcGcrREGC 27 B>rR &« @ >3 75 ]
hPTPgamma | 22 WlD 3 P 22 l 3 HC s|—.G 16 RlG 27 l 2 R 4 45 |
hPTPzeta — 19 vle 3 P 22 l 3 HC s|—.G 16 RlG 27 l 2 R 4 45 I
hCD45 — 17 WlD 3 P 22 l 3 H csI—.G 16 RlG 27 l 2 R 4 2 L 45 |
hGLEPP1 _ 14 vle 3 P 24 l 3 HC s|—.G 1G RlG 27 l 2 R 4 27 +|
hPTPS31 PR 4__WHBE 3 P 22 B s rcsl—JlcicRrREG 27 B2 R 4 34 — 2]
hDEP1 — 16 vle 3 P 24 l 3 HC s|—.G 1G RlG 27 l 2 R 4 47 +|
hPTPbeta — 17 WlD 3 P 24 l 3 H csI—.G 16 RlG 27 l 2 R 4 2 Y 33 | o AL |
hSAP1 | 16 vle 3 P 24 l 3 HC s|—.G 1G RlG 27 l 2 R 4 45 +|
hPTPIA2 Contimued WBA 3 P 11 }— 11 B 3 HCsSlI—[DGIGRmMG 14 — W2 R 4 R2—@ 2| 15 7]
hPTPIA2beta  Contimued wyp 3 P 11 f——1 11 l 3 HCcsS—IDG1GRSG 14 — 14 l 2 R 4 18 *
hPCPTP1 | 15 WlD 3 P 23 l 3 HC s|—.G 16 RlG 27 l 2 R 3 18 *|
hSTEP — 15 vle 3 P 25 l 3 HC s|—.G 1G RlG 27 l 2 R|—D 3 18 |
hHePTP — ] 5__WHED 3 P 24 B s rcs—JlcicREG 27 B> R~ & 3 [EN |
hPTP1B — 14 vle 3 P 24 l 3 HCS lG 1GRSG 11 | 19 l 2 R 4 l 3 19 I
hTCPTP — 14 WlD 3 P 24 l 3 HCS lG 1GRSG 11 |—] 16 l 2 R 4 l 3 19 |
hSHP1 | 14 vle 3 P 24 l 3 HC s|—.G 1G RlG 15 || 15 l 2 R 4 l 3 20 I
hSHP2 | 14 WlD 3 P 24 l 3 HC s|—.G 16 RlG 15 || 15 l 2 R 4 l 3 20 |
hMEG1 | 14 vle 3 P 22 l 3 HC s|—.G 1G RlG 25 l 2 R 4
hPTPH1 | 14 WlD 3 P 21 l 3 HC s|—.G 16 RlG 25 l 2 R 4 20 *
hPTPD1 Contimued WBIE 3 P 7 1 23 B : ncs WCTGREG 16 H— ®>r = @ 3 5]
hPTPD2 Contimued WlD 3 P 7 23 l 3 HCS lG 16 RlG 16 l 2 R 4 l 3 15 *|
hPTPBAS RS Wb 3 P 20 B : ncs WGiGRsSG 17 o W2 R « 26 -]
hBDP1 —_— 2_WHEDp 3 P 22 B s rcsl—JAGiGREG 15 — W2 R 4 25
hLyPTP —| 12 vle 3 P 22 l 3 HC s|—.G 1G RlG 15 || 15 l 2 R 4 2 L 24 I
hPEST — 12 WlD 3 P 22 l 3 HC s|—.G 16 RlG 15 || 15 l 2 R 4 2 L 28 |
hHDPTP Contimued WBIE 1-[2F 25 B : ncs—{sc1crREG 28 B> r ¢ @o—n 2@ 33 1
hMEG2 — 4_WHED 3 P 35 B s rcs BG G RrREc 27 B2 R 4 | 27 ]
hPTPTyp — 14 vle 3 P 20 l 3 HCS lG 1G RlG 16 1 l 2 R 4 16 *
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